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(11) TITLE C)F THE INVENTION: A NOVEL GLUTATHIONE S -TRANSFERASE 
{ i i i ) NUMBER OF SEQUENCES : 5 

(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: INCYTE GENOMICS, INC. 

(R) STREET: 3160 Portor Drive 

<C) CITY: Palo Alto 

(D) STATE: CA 

(E) COUNTRY: US 

(F) FN EC 94 3 04 

(v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Diskette 

(B) COMPUTER: IBM Compatible 

(C) OPEF'JYTING SYSTEM: DOS 

(D) SOFTWARE: FastSEQ 

(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: (19/309,320 
(3) FILING DATE: May 11, 1999 
(C) CLASSIFICATION : 

(vii) PFIOR APPLICATION DATA: 

(A) APPLICATION NUMBER: 09 309,320 

(P) FILING DATE: May 11, 1999 

(A) APPLICATION NUMBER.: 09 096,571 

(B) FILING DATE : June 12, 1998 

(A) APPLICATION NUMBEF : 08 756,771 

{ E ) FILING DATE: November 26, 1996 

(viii ) ATTORNEY/AGENT INFORMATION: 
(A) NAME: Billings, Lucy S. 

{ B ) R FG I STRAT I ON NUMBER - : ; 6 , ' ? 4 9 



( B ) TELEFAX : 4 15 -84 5 - 4 I 6 6 

(C) TELEX: 
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INFORMATION FOR SEQ ID NO : 2 : 



(r) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: --0; base pairs 
(&) TYPE: nuiTeic acid 
(C) STFANDEDNESS : single 



(D) T< >POLOGY : 



l near 



(vii) IMMEDIATE SOURCE: 

(A ) LIBRARY • Cons e n s u s 



..-G-G 



rC'IACAAGT 

aCGG( ;atga 
ictttc ;c;ca 



C'L P0CGO. '(.0 - 

tgcaggatgc • 
ac pitggtaca 

AC0AACCTC A/-. 
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I'AACCACGTG 
GACC C f LAAGt ' 
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T AC AG T C A T G TCTTAATGGA 7CCCAGCTCT G 7 C A TGG TGC TA i CVA * G7A 7TAAG * TGGG 
TCC7AAG77G GGT COCO* II 



r 0H SEO 1 D NO : "3 



( i ) o oooon o- characteristics : 

■A) LENGTH: 222 amino acids 

3 ) TYPE, amino acid 

■;C) S r I RAIIDEDNESS : single 

\D) TOPOLOGY: linear 

(vii) IMMEDIATE SOURCE: 
( A ) I. I 3RARY : Ger.Bank 
(B) GLOME: 825625 

(Xl) SEQUENCE DESCRIPTION: SEQ ID NO : 3 : 



Met Ala Glu Lys '^ro lys Leu His Tyr Ser Asn Thr Arg Gly Arg Met 

5 10 15 

G"1 U Ser lie A: g Trp Leu Leu Ala Ala Ala Gly Val Glu Phe Glu Glu 

2'-" 2 5 30 

Lys Phe He Lys Ser Ala Glu Asp Leu Asp Lys Leu Arg Asn Asp Gly 

.1 c 

3 5 

Tyr Leu Met Phe Gin Gin Val Pro Met Val Glu He Asp Gly Met Lys 

50 55 60 

Leu Val Gin Thr Arg Ala He Leu Asn Tyr He Ala Ser Lys Tyr Asn 
65 " 70 75 80 

Leu Tyr Gly Lys Asp He Lys Glu Lys Ala Leu He Asp Met Tyr He 

35 90 95 

Glu Gly He Ala A sr.. Leu Gly Glu Met He Leu Leu Leu Pro Phe Thr 

ICC 105 HO 

Gin Pro Glu Glu Gin Asp Ala Lys Leu Ala Leu He Gin Glu Lys Thr 

115 120 125 

Lvs Asn Arg Tvr Phe Pro Ala Phe Glu Lys Val Leu Lys Ser His Gly 

13 0 ' 13 5 14 0 

Gin Asp Tyr Le U Val Gly Asn Lys Leu Ser Arg Ala Asp He His Leu 
145 150 155 16 0 

Val Glu Leu L-u Tyr Tyr Val Glu Glu Leu Asp Ser Ser Leu He Ser 

165 170 175 

S-r Phe P-o I-u Leu Lys Ala Leu Lys Thr Arg He Ser Asn Leu Pro 

l-O; 135 190 

Thr Val Lys Lys Phe Leu Gin Pro Gly Ser Pro Arg Lys Pro Pro Met 

195 2 02 2 05 

Asp Glu Lys Sei Leu Glu Glu Ser Arg Lys He Phe Arg Phe 

-, ,- ^ n ^ 



2 10 2 15 2 ? : 



00) LrNGTK : J 2 2 amino acids 

( 0 ) CO 01 : arr. i no ac id 

tC) S IRANDEDNESS : single 

(D) ToPOLOGY : I inear 



o: AT 



e^u ber . nr ^rg . rp :„eu Leu Ala Ala Ala Gly Va 1 Glu Phe Glu Glu 

20 2d 3C 

_ys Pne .1 ... e Lys Ser A . a Glu Asp Leu Asp I.ys Leu Arg Asr: Asn Gly 

Tyr Leu Met. Phe G I n Gin Va 1 Pro Me: Val. Glu lie Asd Gly ve t y ys 

5 0 5 5 6 3 

L e u Va .1 G 1 : : T h r A r g A 1 a He L e u A s n Tyr Tie Ala Ser L y s Ty r a - 

65 ^ 70 75 8 0*' 

Leu Tyr Gly I.ys Asp He Lys Glu Arg Ala Leu He Asp Met Tyr Tie 

3 5 9 0 9 5 

Glu Gly Tie Ala Asp Leu Gly Glu Met He Leu Leu Leu Pro Val Gys 

i:)G 105 110 

Pro Pro Glu Glu Lys Asp Ala Lys Leu Ala Leu Tie Lys Glu Lys Tie 

115 12 0 1 L 5 

Lys Asn Arg Tyr Phe Pie Ala Phe Glu Lys Val Leu Lys Ser His Gly 

130 135 140 

Gin Asp Tyr Leu Va 1 Gly Asn Lys Leu Ser Arg Ala Asp He His Leu 

-45 1E:= 15 r, 16Q 

Val Glu Leu L-u Tyr Tyr Val Glu Glu Leu Asp Ser Ser Leu He Ser 

1 * 5 17 0 1 7 5 

Ser Phe Pro Leu Leu Lys Ala Leu Lys Thr Arg He Ser Asn Leu Pro 

I 0 1 H 5 19 0 

Thr Val Lys Lys Phe Leu Gin Pro Gly Ser Pro Arg Lys Pro Pro Met 

195 2 00 "205 

Asp Glu Lys Ser Leu Glu Glu Ala Arg Lys He Phe Ai g Phe 

210 215 220 

(2) INFORMATION FOR SEQ ID NO : 5 : 

(i) SEQUENCE CHARACTERISTICS : 
(A) LENGTH: 227 amino acids 
(E) TYPE : amine, acid 
<C) STRANPEDNESS : single 
(D) TOPOLOGY: linear 

(vii) IMMEDIATE SOURCE: 

(A) LIBRARY: GenBank 

(B) CLONE: 19 5 710 

(xi) SEQ'JENCE DESCRIPTION: SEQ TD NO : 5 : 

Met Ala Ala Lys Pro Lys Leu Tyr Tyr Phe Asn Gly Arg Gly Arg Met 

1 5 io 15 " 

Glu Ser He Arg Trp Leu Leu Ala Ala Ala Gly Val Glu Phe Glu Glu 



11 1 ::r ij - : 1 iMr ' Ar: ? A * r:i 1 i & Leu ser Tyr: Leu Ala Ala Lys Cvr As: 

65 70 75 J 80 

Leu Tyr Gly Lys Asp Leu Lys (Liu Arg Val Arg Tie Asp Met Tyr AL 

* 5 9 0 9 5 
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